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ABSTRACT 
 
Introduction: 
The advent of Array CGH has significantly improved detection of chromosomal imbalances. 
Not only that the detection rate has increased but critical regions for many recurrent CNVs 
have been delineated. Over past years, the processing time has been dramatically reduced 
and resolution significantly improved. These breakthroughs allowed the implementation of 
this technology as the first screening tool both for prenatal and post natal diagnosis in many 
genetic laboratories. However, the cost of the technology remains a limit to the accessibility 
for patients and researchers from limited resources countries. It has been have recently 
suggested that stripped arrays may have a good yield. 
 
Method: 
First we conducted a validation study investigating the quality of rehybridized Agilent 8x60k 
arrays and evaluated its ability to detect know aberrations in 9 samples previously tested with 
Agilent 4x180k arrays and Illumina SNP arrays. Second, we screened 18 DNA samples from 
18 ID/DD patients from the Democratic Republic of Congo. 
 
Results: 
During the validation study none of the arrays failed. Despite within normal ranges, the 
Signal-to-Noise metric showed significant variation. Our reused arrays were able to detect all 
causal imbalances previously reported on Illumina v2.1 and Agilent 4x180k arrays.  
 
Conclusion: 
The quality of Agilent® arrays was not affected by washing and rehybridizing processes. The 
detected aberrations were consistent with the clinics and previous assays. The use of 
stripped arrays can be highly beneficial for researchers from limited resources setting since it 
can significantly drop the price of the technology and retain good throughput. 
